Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.135; data-to-parameter ratio = 15.9.
Related literature
For the biological activity of -enamino ketones, see: Azzaro et al. (1981) ; Dannhardt et al. (1998); Boger et al. (1989) ; Wang et al. (1982) . For the preparation of -enamino ketones, see: Greenhill (1977) ; Elassar & El-Khair (2003) ; Zhang et al. (2006) .
Experimental
Crystal data C 17 H 17 NO 2 M r = 267.32 Monoclinic, P2 1 =n a = 6.435 (2) Å b = 7.287 (3) Å c = 30.919 (12) Å = 94.954 (6) V = 1444.5 (9) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 294 K 0.24 Â 0.20 Â 0.16 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.739, T max = 1.000 7729 measured reflections 2931 independent reflections 1900 reflections with I > 2(I) R int = 0.036 Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.135 S = 1.00 2931 reflections 184 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.17 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) Àx À 1 2 ; y þ 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 . Cg1 and Cg2 are the centroids of the C1-C6 and C12-C17 rings, respectively. Data collection: SMART (Bruker, 1998); cell refinement: SAINT (Bruker, 1999); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. et al., 1998) and antitumor agents (Boger et al., 1989) , as well as quinolone antibacterials (Wang et al., 1982) . It is therefore not surprising that many synthetic methods have been developed for the preparation of these compounds (Greenhill et al., 1977; Elassar et al., 2003) . During the development of new environmental friendly methodologies (Zhang et al., 2006) for the preparation of β-enamino ketones, we synthesized the title compound ( Fig.1 ) and its crystal structure is reported here.
In the title compound, the dihedral angle between the two benzene rings is 6.9 (1)%. The methoxy group is slightly twisted away from the aniline ring, with a C7-O1-C4-C3 torsion angle of 12.2 (3)°. The C10-C11 bond length [1.415 (2) Å] is shorter than the C11-C12 bond length [1.500 (2) Å], and the N1-C9 bond length [1.333 (2) Å] is markedly shorter than the N1-C1 [1.419 (2) Å] bond length, indicating a strong electron delocalization. An intramolecular N1-H1···O2 hydrogen bond observed.
The crystal packing is stabilized by weak C-H···O and C-H···π interactions. Intermolecular C8-H8B···O2 hydrogen bonds link the molecules into a C(6) chain propagating along the a axis (Fig.2 ). In addition, the crystal packing is stabilized by C-H···π interactions; these interactions link the chains along the b axis, forming a two-dimensional network (Fig.2) .
Experimental
A mixture of 1-phenylbutane-1,3-dione (5 mmol), 4-methoxybenzenamine (5 mmol) and InBr 3 (0.05 mmol) was stirred at room temperature for 1 h. After completion of the reaction, the reaction mixture was diluted with H 2 O (10 ml) and extracted with EtOAc (210 ml). The combined organic layers were dried, concentrated, purified by column chromatography on SiO 2 with ethyl acetate-cyclohexane (2:8), to obatin a pale yellow solid, with a yield of 78% (m. p. 84-85° C); IR (neat):ν 2979, 2870, 1608, 1576, 1504, 1473, 1432, 1372, 820, 744 63.7, 93.5, 114.8, 126.5, 127.0, 128.2, 130.7, 131.3, 140.1, 157.2, 163.1, 188.3 . ESI-MS: 268(M+1) + . Analysis calculated for C 17 H 17 NO 2 : C 76.38, H 6.41, N 5.24; found: C 76.53, H 6.52, N 5.32. Single crystals suitable for X-ray diffraction study were obtained from ethyl acetate-cyclohexane by slow evaporation at room temperature.
Refinement
H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with N-H = 0.86 Å, C-H = 0.93-0.96 Å, and U iso (H) = 1.5U eq (CH 3 ) or 1.2U eq (C,N). Each methyl group was allowed to rotate freely about its C-C bond. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
0.0685 (10) 0.0814 (11) 0.0370 (7) 0.0231 (8) 0.0080 (6) 0.0056 (7) O2 0.0377 (7) 0.0836 (11) 0.0449 (7) −0.0037 (7) 0.0074 (6) −0.0087 (7) N1 0.0333 (8) 0.0548 (10) 0.0370 (8) −0.0018 (7) 0.0037 (6) −0.0034 (7) C1 0.0366 (9) 0.0376 (10) 0.0348 (9) −0.0016 (7) 0.0027 (7) −0.0008 (7) C2 0.0355 (9) 0.0476 (11) 0.0399 (10) 0.0068 (8) −0.0001 (7) 0.0040 (8) 
